Supplementary material to article by Y. Yu et al. "Epidermolysis Bullosa in Chinese Patients: Genetic Analysis and Mutation Landscape in 57
Pedigrees and Sporadic Cases”
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Fig. S1. Sanger sequencing results of
57 epidermolysis bullosa pedigrees
and sporadic patients in this study.

Acta Derm Venereol 2021



