MAIC Population Distribution Analysis: Before vs After Matching

Comprehensive evaluation of baseline characteristics alignment between XEL and SEC populations

Distribution of Continuous Variables Before and After MAIC
Density plots showing alignment of XEL population with SEC target
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Dashed red lines indicate SEC target population means.
After MAIC adjustment, XEL distribution (blue) aligns more closely with SEC target (red).
Effective Sample Size (ESS): 132.0| ESS Retention: 47.6%

Distribution of Binary Variables Before and After MAIC

Proportion comparison showing improved balance after matching
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After MAIC, XEL proportions (blue bars) are closer to SEC target (red bars).
All binary variables achieved good balance (SMD <0.2)

MAIC: Matching-Adjusted Indirect Comparison | XEL: Xelutibart | SEC: Secukinumab
Total matched variables: 7 | Maximum SMD after matching: 0.335 | All variables achieved good balance (SMD =0.2)

Fig. S1. Covariate Balance Assessment: Xeligekimab versus Secukinumab
Distribution density plots for continuous variables (age, baseline BSA, PASI score, body weight) and bar charts for
categorical variables (sex, PASI >20, PGA=4) before and after MAIC weighting. Improved overlap demonstrates adequate

balance achievement.



MAIC Population Distribution Analysis: GR1501 vs IXE Q2W

Comprehensive evaluation of baseline characteristics alignment between GR1501 and IXE Q2W populations

Distribution of Continuous Variables Before and After MAIC (vs IXE Q2W)
Density plots showing alignment of GR1501 population with IXE Q2W target

| [ GR1501 (Before MAIC) [[] GR1501 (Atter MAIC) [[] IXE Q2W (Target)

Dashed red lines indicate IXE Q2W target population means.
After MAIC adjustment, GR1501 distribution (blue) ahgn:, more closely with IXE Q2W targe! (red)
Effective Sample Size (ESS): 213.2 | ESS Retention: 75.9%

Distribution of Binary Variable Before and After MAIC (vs IXE Q2W)
Proportion comparison showing improved balance after matching
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After MAIC, GR1501 proportions (blue bars) are closer to IXE Q2W target (red bars).
Binary variable achieved excellent balance (SMD <=0.1).

Indirect 1 GR biosimilar | IXE Q2W: Ixekizumab
Tvlal malche'd vandb/e.s 5 I Maximum SMD after mah:hmg 0.103 | All variables achieved excellent balance (SMD <=0.1)

Fig. S2. Covariate Balance Assessment: Xeligekimab versus Ixekizumab Q2W (Induction)

Distribution density plots for continuous baseline characteristics (age, BSA,
before and after MAIC adjustment for the induction period comparison

matching.

PASI score, body weight) and sex proportion

. Overlapping distributions indicate successful



MAIC Population Distribution Analysis: GR1501 vs IXE Q4W

Comprehensive evaluation of baseline characteristics alignment between GR1501 and IXE Q4W populations

Distribution of Continuous Variables Before and After MAIC (vs IXE Q4W)
Density plots showing alignment of GR1501 population with IXE Q4W target
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Dashed red lines indicate IXE Q4W target population means.
After MAIC adjustment, GR1501 distribution (blue) aligns more closely with IXE Q4W target (red)
Effective Sample Size (ESS): 200.3 | ESS Retention: 71.3%

Distribution of Binary Variable Before and After MAIC (vs IXE Q4W)
Proportion comparison showing improved balance after matching
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After MAIC, GR1501 proportions (blue bars) are closer to IXE Q4W target (red bars).
Binary variable achieved excellent balance (SMD <=0.1).

Indirect 1 GR biosimilar | IXE Q4W: Ixekizumab
Tvlal malche'd vandb/e.s 5 I Maximum SMD after mah:hmg 0.034 | All variables achieved excellent balance (SMD <=0.1)

Fig. S3. Covariate Balance Assessment: Xeligekimab versus Ixekizumab Q4W (Maintenance)
Distribution density plots for continuous baseline characteristics (age, BSA, PASI score, body weight) and sex proportion
before and after MAIC adjustment for the maintenance period comparison. Post-weighting distributions demonstrate

adequate covariate balance.



