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Figure S1: Local inconsistency test for PD

P-value Mean Difference (95% Crl)
SRP vs OHI
direct —o-7 -0.29112 (-0.64618, 0.052102)
indirect 0.77215 === -0.38102 (-0.96566, 0.17471)
network —o— -0.31694 (-0.62839, -0.018685)
SRP_Doxy vs OHI
direct —— -0.79203 (-1.2481, -0.33204)
indirect 0.9297 —=a— -0.75858 (-1.4199, -0.10150)
network —— -0.77100 (-1.1321, -0.41619)
SRP_SPTvs OHI
direct —T -0.30053 (-1.0109, 0.40614)
indirect 0.696175 —_—— -0.48772 (-1.2857, 0.29381)
network L -0.38072 (-0.89021, 0.11928)
SRP_aPDTvs SRP
direct === -0.42537 (-0.98589, 0.16093)
indirect 0.2847 —f— 0.16644 (-0.78944, 1.1152)
network === -0.27109 (-0.74919, 0.24374)
SRP_Doxy vs SRP
direct —or- -0.22836 (-0.65402, 0.18352)
indirect 0.08365 —— -0.81077 (-1.3331, -0.29403)
network —— -0.45448 (-0.79649, -0.10405)
SRP_SPTvs SRP
direct — -0.14775 (-0.87480,0.57111)
indirect 0.70155 —p— 0.039690 (-0.74444, 0.82825)
network —— -0.063729 (-0.56516, 0.44649)
SRP_Doxy vs SRP_aPDT
direct ——t -0.55842 (-1.4339, 0.33324)
indirect 0.2911 — 0.028282 (-0.66184, 0.70008)
network | — . -0.18236 (-0.73968, 0.34153)

Figure S2: Funnel plot for PD
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Effect size centred at comparison-specific pooled effect (yxy-tixy)
@® FMD vs SRP @® OHlvs SRP_SPT @®  OHlvs SRP_minocycline_SPT
@ OHlvs SRP ®  OHlvs SRPAT @® OHlvs SRP_AZM
® OHI vs SRP_Doxy SRP vs SRP_ER ® SRPvs SRP_GSE
® SRPvsSRP_ILIB @® SRPvsSRP_LLLT @® SRPvs SRP_SPT
@ SRPvs SRP_SZ SRP vs SRP_Synbiotic SRP vs SRP_ZLN
@ SRPvs SRP_aPDT — — SRP vs SRP_ginger SRP vs SRP_melatonin
SRP vs SRP_noni SRP vs SRP_omega3 SRP vs SRP_vitaminD3
SRP vs SRPAT SRP vs SRP_AMX_MTZ SRP vs SRP_DL
SRP vs SRP_Doxy SRP_AMX_MTZ vs SRP_Clindamycin SRP_Doxy vs SRP_aPDT
SRP_Doxy vs SRP_Doxy_aPDT
Figure S3: Meta-analysis of CAL
Mean Difference (95% Crl)
Compared with SRP
FMD e -0.299 (-0.958, 0.359)
OHI o 0.190 (0.110, 0.270)
SRP_AMX_MTZ o -0.501 (~0.914, -0.0897)
SRP_aPDT ° -0.497 (-0.712, -0.281)
SRP_DL ° -0.634 (~0.836, -0.434)
SRP_Doxy o -0.369 (~0.563, ~0.173)
SRP_Doxy_aPDT RS -0.451 (~1.09, 0.183)
SRP_ERL o -0.700 (~1.12, -0.276)
SRP_ginger ° -0.430 (~0.690, -0.168)
SRP_GSE - 0.0990 (~0.180, 0.377)
SRP_ILIB —_— -0.499 (-2.20, 1.21)
SRP_LLLT RS -0.00938 (~0.390, 0.370)
SRP_melatonin - -1.23 (-1.53, -0.927)
SRP_noni 4 -0.0710 (-0.330, 0.187)
SRP_omega3 “ -0.165 (~0.326, ~0.00337)
SRP_SPT 4 -0.0366 (-0.137, 0.0636)
SRP_Synbiotic - ~0.400 (-0.650, -0.151)
SRP_SZ —o— -2.28 (-2.90, -1.66)
SRP_vitaminD3 - -1.18 (=1.56, -0.808)
SRP_ZLN o -1.03 (-1.49, -0.568)
5 o 3

Figure S4: Local inconsistency test for CAL
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Figure S5: Funnel plot for CAL
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-0.26261 (-0.64255, 0.076984)
-0.20413 (-0.77718, 0.30803)
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Figure S6: Meta-analysis of BOP
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Figure S7: Local inconsistency test for BOP
P-value Mean Difference (95% Crl)
SRP vs OHI
direct — -6.1852 (-22.357, 9.9790)
indirect 02747 —— -18.462 (-39.991, 2.2494)
network —— -10.771 (-23.402, 1.4776)
SRP_Doxy vs OHI
direct —— -37.095 (-51.973, -22.451)
indirect 0.0356 —— -13.573 (-28.371, -0.53848)
network — -25.216 (-40.352, -10.129)
SRP_SPT vs OHI
direct —_—T -13.015 (-37.612, 11.656)
indirect 0.6852 _— -19.372 (-48.494, 9.7998)
network —— -15.599 (-32.658, 1.1009)
SRP_aPDTvs SRP
direct -5.0503 (-26.337, 16.097)
indirect 0.177425 —— -25.001 (-48.204, -0.041229)
network —_— -13.637 (-30.438, 3.9627)
SRP_Doxy vs SRP
direct ——r -11.920 (-30.706, 6.7605)
indirect 0.63635 ———e—— -17.775 (-40.202, 5.2480)
network —e— -14.462 (-27.188, -1.2787)
SRP_SPTvs SRP
direct — e -7.6948 (-33.133, 17.851)
indirect 0.685025 — -1.2359 (-30.732, 28.283)
network — -4.8662 (-21.892. 12.368)
SRP_Doxy vs SRP_aPDT
direct —1e—— 6.5307 (-13.902, 26.932)
indirect 0.17885 s -13.452 (-37.749, 12 485)
network i — — 3 -0.75089 (-18.084, 16.159)
-60 0 30

Figure S8: Funnel plot for BOP

Mean Difference (95% Crl)

5.80 (5.39, 6.22)

973 (6.13, 13.3)
-8.84 (-14.8, -2.84)
-17.6 (-233,-11.9)
-31.3(-39.1, -23.5)
-16.0 (-30.5, -1.64)
-10.5 (-17.5, -3.45)
-16.1 (-20.9, -11.3)
-13.0 (-22.6, -3.39)
-1.86 (-2.53, -1.20)
26.3 (349, 49.2)
0.150 (~0.183, 0.482)
-8.66 (-19.6, 2.35)
~0.160 (~0.371, 0.0525)
-4.91(-11.2,1.35)
-4.87 (-9.50, -0.261)
-8.58 (~16., =1.14)
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Effect size centred at comparison-specific pooled effect (Yoo -Lixy)
® FMDvs SRP [ ] OHI vs SRP_SPT ® OHI vs SRP_minocycline_SPT
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® OHlvs SRP_Doxy SRP vs SRP_ILIB ° SRP vs SRP_LLLT
® SRPvs SRP_SPT [ ] SRP vs SRP_aPDT [ SRP vs SRP_noni
© SRPvs SRP_omega3 SRP vs SRPAT SRP vs SRP_AMX_MTZ
® SRPvs SRP_DL — — — — SRPvs SRP_Doxy SRP vs SRP_ERL
SRP_AMX_MTZ vs SRP_Clindamycin SRP_Doxy vs SRP_aPDT SRP_Doxy vs SRP_Doxy_aPDT
Figure S9: Meta-analysis of HbA1c%
OHI
SRP_AZM
Mean Difference (95% Crl)
TNz Compared with SRP
OHI o 0.307 (-0.0433, 0.659)
SRP_AMX_MTZ +e—  0831(-0.312,197) B
A SRP_aPDT E -0.0223 (-0.0980, 0.0537)
— SRP_AZM e -0.0936 (-0.575, 0.392)
= SRP_DL s -0.265 (~0.461, ~0.0698)
SRP_Doxy o -0.339 (~0.700, 0.0248)
SRP_Doxy_aPDT —— -1.14 (-1.99, -0.285)
SRP_GSE q -0.120 (~0.337, 0.0941)
SRP_ILIB —e -0.389 (-3.65, 2.89)
SRP_ILIB _
-4 0

Cumulative probability




Figure S10: Local inconsistency test for HbA1c%

Study P-value
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Figure S11: Funnel plot for HbA1c%

Mean Difference (95% Crl)
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Effect size centred at comparison-specific pooled effect (yixy-Lixy)
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Figure S12:
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Figure S13: Local inconsistency test for FBS

Study P-value Mean Difference (95% Crl)
SRP vs OHI
direct —&- -1.3361 (-22.448, 16.683)
indirect  0.508725 —_—— -28.233 (-106.11, 48.896)
network < -1.4303 (-15.801, 7.9565)
SRP_Doxy vs OHI
direct = -6.56829 (-22.711, 9.8438)
indirect  0.47455 —o—— 21.576 (-56.395, 97.213)
network < -5.2441 (-16.079, 5.9309)
SRP_Doxy vs SRP
direct —o— 1.2557 (-26.898, 37.306)
indirect  0.5921 —a— -6.9701 (-51.574, 38.908)
network 9 -3.4419 (-15.007, 12.648)
f 1
-200 0 100

Figure S14:

Funnel plot for HbAlc
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Table S1 League table
League table for PD
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007 |025 |003 |-08 |-041 |-075 |-004 |-048 |-052 |-051 |-112 |-03 |004 |-048 |-005 |-13 |-035 |054 |003 |-007 |-035 |-262 |-108 |-1.01 ER
(03, | (014 | (008, |(L06 | (062 |(099, | (L35 | (084 |(0SB | (104 |(L47, | (063 | (D22 | (186 | (OS2 | (169, |(084, | (028 | (0.3 | (019, | (084, | (329, | (183 |(L47, |
015) | 035 |013) |-085)a |-02a |-05Da |-05%a |-032a |-036@ 002 |-077a |002) |029 |0 |042) |-08ha 013  |079a |018) |005) [015) |-L94a |-062a |-05Ha |

a means P<<0.05




League table for CAL

MD 95%Crl
FMD
-0.49
(-1.15, OHI
0.18)
-0.3 0.19
(-0.96, (0.11, SRP
0.36) 0.27)a
0.2 0.69 0.5
SRP_AM
(-0.58, (0.27, (0.09, -
X_MTZ
0.98) 1.11)a 0.91)a -
0.69 0.5
0.2 (-0.5, 0(-0.47, | SRP_aPD
(0.46, (0.28,
0.89) 0.46) T
0.91)a 0.71)a
0.34 0.82 0.63 0.13 0.14
(-0.36, (0.61, (0.43, (-0.33, (-0.16, SRP_DL
1.02) 1.04)a 0.84)a 0.59) 0.43)
0.07 0.56 0.37 -0.13 -0.13 -0.27
SRP_Dox
(-0.62, (0.37, (0.17, (-0.59, (-0.4, (-0.55, -
0.76) 0.75)a 0.56)a 0.32) 0.15) 0.01) y
0.15 0.64 0.45 -0.05 -0.05 -0.18 0.08
SRP_Do
(-0.77, (0.01, (-0.18, (-0.81, (-0.71, (-0.85, (-0.52,
xy_aPDT
1.07) 1.27) 1.09) 0.7) 0.62) 0.48) 0.69)
0.4 0.89 0.7 0.33 0.25
0.2(-0.39, | 0.2(-0.27, | 0.07 (-0.4,
(-0.38, (0.46, (0.28, (-0.13, (-0.51, SRP_ERL
0.79) 0.68) 0.53)
1.18) 1.32)a 1.12)a 0.8) 1.01)
0.13 0.62 0.43 -0.07 -0.07 -0.2 0.06 -0.02 -0.27 _
SRP_ging
(-0.58, (0.35, (0.17, (-0.56, (-0.4, (-0.53, (-0.26, (-0.7, (-0.77, o
0.84) 0.89)a 0.69)a 0.41) 0.27) 0.12) 0.39) 0.66) 0.23)
-0.4 0.09 -0.1 -0.6 -0.73 -0.47 -0.55 -0.8 -0.53
-0.6 (-1.1, SRP_GS
(-1.11, (-0.2, (-0.38, o) (-0.95, (-1.08, (-0.81, (-1.24, (-1.31, (-0.91, c
-U.1)a
0.31) 0.38) 0.18) -0.24)a -0.39)a -0.13)a 0.14) -0.29)a -0.15)a
0.2 0.69 0.5 -0.14 0.13 0.05 0.2 0.07 0.6
0(-1.75, | 0(-1.72, SRP_ILI
(-1.63, (-1.02, (-1.21, 1.75) 172) (-1.85, (-1.58, (-1.77, (-1.95, (-1.66, (-1.13, 5
2.03) 2.4) 2.2) ' ' 1.59) 1.85) 1.87) 1.55) 1.8) 2.33)
-0.29 0.2 0.01 -0.49 -0.49 -0.63 -0.36 -0.44 -0.69 -0.42 0.11 -0.49 SRP LL
(-1.05, (-0.19, (-0.37, (-1.05, (-0.92, (-1.05, (-0.79, (-1.18, (-1.26, (-0.88, (-0.36, (-2.24, T -
0.47) 0.59) 0.39) 0.07) -0.05)a -0.19)a 0.07) 0.3) -0.12)a 0.04) 0.58) 1.25)
0.93 1.42 1.23 0.73(0.22, | 0.73(0.36, | 0.6 (0.23, | 0.86 (0.5, | 0.78 0.53(0.01, | 0.8 (0.4, |1.33 0.73(-1, |1.22 SRP_mel
(0.21, (1.11, (0.93, 1.24)a 1.1)a 0.96)a 1.22)a (0.08, 1.05)a 1.2)a (0.92, 2.47) (0.73, atonin




1.66)a 1.73)a 1.53)a 1.48)a 1.74)a 1.71)a
-0.23 0.26 0.07 -0.43 -0.43 -0.56 -0.3 -0.38 -0.63 -0.36 0.17 -0.43 0.06 -1.16 SRP
non
(-0.94, (-0.01, (-0.19, (-0.92, (-0.76, (-0.89, (-0.62, (-1.07, (-1.12, (-0.73, (-0.21, (-2.16, (-0.4, (-1.56, T
|
0.48) 0.53) 0.33) 0.06) -0.09)a -0.23)a 0.03) 0.3) -0.13)a 0.01) 0.55) 1.29) 0.52) -0.76)
-0.13 0.35 -0.34 -0.33 -0.47 0.2 -0.29 -0.54 -0.27 0.26 -0.33 0.16 -1.07 0.09
0.16 (0, SRP_om
(-0.81, (0.18, 0.39)a (-0.78, (-0.6, (-0.73, (-0.46, (-0.94, (-0.99, (-0.57, (-0.06, (-2.05, (-0.26, (-1.41, (-0.21, cad
0.54) 0.53)a ' 0.11) -0.06)a -0.21)a 0.05) 0.37) -0.08)a 0.04) 0.58) 1.38) 0.57) -0.72) 0.4) g
-0.26 0.23 0.04 -0.47 -0.46 -0.6 -0.33 -0.41 -0.66 -0.39 0.14 -0.46 0.03 -1.19 -0.03 -0.13 SRP SP
(-0.93, (0.13, (-0.06, (-0.89, (-0.7, (-0.82, (-0.54, (-1.05, (-1.1, (-0.67, (-0.16, (-2.17, (-0.37, (-1.51, (-0.31, (-0.32, T -
0.4) 0.32)a 0.14) -0.04)a -0.22)a -0.37)a -0.13)a 0.22) -0.23)a -0.11)a 0.43) 1.25) 0.42) -0.88) 0.24) 0.06)
0106 0.59 0.4 0.1 0.1 -0.23 0.03 -0.05 0.3 -0.03 0.5 0.1 0.39 -0.83 0.33 0.24 0.36 SRP S
0'8) ' 1(0.33, (0.15, (-0.58, (-0.42, (-0.55, (-0.28, (-0.73, (-0.79, (-0.39, (0.13, (-1.82, (-0.06, (-1.22, (-0.03, (-0.06, (0.09, b_;y
. noiotic
0.85)a 0.65)a 0.38) 0.23) 0.09) 0.35) 0.63) 0.19) 0.33) 0.87)a 1.62) 0.84) -0.44) 0.69) 0.53) 0.63)
1.98 2.47 2.28 1.83 2.38 1.78 2.27 1.05 2.21 211 2.24 1.88
1.78 (1.03, | 1.78 (1.13, | 1.64 (0.99, | 1.91 (1.26, 1.58 (0.83, | 1.85 (1.17,
(1.07, (1.84, (1.66, (0.94, (1.7, (-0.04, (1.54, (0.36, (1.54, (1.47, (1.61, (1.21, SRP_SZ
2.52)a 2.44)a 2.3)a 2.56)a 2.33)a 2.52)a
2.89)a 3.1)a 2.9)a 2.71)a 3.06)a 3.6) 3)a 1.74)a 2.88)a 2.76)a 2.87)a 2.55)a
0.88 1.37 1.18 0.73 0.48 1.28 0.68 1.17 -0.05 1.11 1.02 1.14 0.78 -1.1 .
0.68 (0.12, | 0.68 (0.25, | 0.55 (0.12, | 0.81 (0.39, 0.75 (0.3, SRP_vita
(0.13, (0.99, (0.81, (-0.01, (-0.08, (0.81, (-1.06, (0.64, (-0.53, (0.66, (0.61, (0.76, (0.33, (-1.82, )
1.23)a 1.12)a 0.97)a 1.23)a 1.21)a minD3
1.64)a 1.75)a 1.56)a 1.47) 1.04) 1.74)a 2.43) 1.71)a 0.43) 1.57)a 1.42)a 1.53) 1.23)a -0.37)a
0.73 1.22 1.03 0.53 0.39 0.58 1.13 0.53 1.02 0.2 0.96 0.86 0.99 0.63 -1.25 -0.15 SRP
0.53 (0.02, 0.66 (0.16, 0.33(-0.3, | 0.6 (0.07,
(-0.08, (0.75, (0.57, (-0.09, 104 (-0.11, 116)a (-0.21, 0.96) 113 (0.59, (-1.24, (0.42, (-0.75, (0.43, (0.38, (0.52, (0.1, (-2.02, (-0.74, _ZL
1.53) 1.69)a 1.49)a 1.15) ' 0.9) ' 1.37) ' ' 1.67)a 2.3) 1.62)a 0.35) 1.49)a 1.35)a 1.47)a 1.15)a -0.48)a 0.44) N
a means P<<0.05
League table for BOP
MD 95%Crl
FMD
-3.92
(-7.56, OHI
-0.31)a
5.8 (5.39, 9.73 (6.13,
SRP
6.22)a 13.33)a
14.64 (8.62, | 18.57 (11.6, | 8.84 (2.84, | SRP_AMX_
20.6)a 25.5)a 14.79)a MTZ
23.38 17.58
27.3 (21.24, 8.74 (0.55,
(17.69, (11.91, SRP_aPDT
33.41)a 17.03)a
29.09)a 23.28)a
37.07 31.27
41 (34.07, 22.42 (12.65, | 13.69 (4.44,
(29.24, (23.46, SRP_AZM
47.94)a 32.3)a 22.92)a
44.91)a 39.1)a




25.74

-1.58

-15.25

21.81(7.43, 16.01 (1.64, | 7.18 (-5.89, SRP_Clinda
(10.94, (-17.02, (-31.57, )
36.27)a 30.47)a 20.33) mycin
40.63)a 13.99) 1.15)
-20.78 -5.54
16.29 (9.25, | 20.22 (12.3, | 10.49 (3.45, | 1.66 (-7.59, | -7.09
(-31.3, (-21.61, SRP_DL
23.33)a 28.09)a 17.52)a 10.88) (-16.12,1.9)
-10.29)a 10.47)
21.91 25.83 -15.16
16.1 (11.25, | 7.26 (-0.34, | -1.49 (-6.21, 0.07 (-15.17, | 5.62 (-2.89,
(17.04, (20.88, (-23.73, SRP_Doxy
20.95)a 14.95) 3.26) 15.26) 14.17)
26.77)a 30.82)a -6.67)a
22.75 -4.56 -18.23 -3.07
18.83 (9.18, 13.03(3.39, | 4.19(-7.1, -3 (-20.29, 2.52 (-9.35, SRP_Doxy_
(13.07, (-14.05, (-30.12, (-11.36,
28.4)a 22.6)a 15.45) 14.31) 14.41) aPDT
32.36)a 4.93) -6.37)a 5.12)
-6.98 -15.72 -29.41 -14.15 -8.63 -14.25 -11.18
7.66 (6.87, | 11.59(7.93, | 1.86 (1.2,
(-12.97, (-21.46, (-37.26, (-28.62, (-15.68, (-19.12, (-20.77, SRP_ERL
8.45)a 15.25)a 2.53)a
-0.94)a -10.01)a -21.56)a 0.22) -1.56)a -9.35)a -1.5)a
-20.5 -16.56 -26.31 -35.13 -43.88 -57.55 -42.33 -36.79 -42.39 -39.32 -28.15
(-43.4, (-39.72, (-49.22, (-58.84, (-67.54, (-81.77, (-69.54, (-60.7, (-65.9, (-64.13, (-51.08, SRP_ILIB
2.34) 6.48) -3.49)a -11.56)a -20.35)a -33.49)a -15.25)a -12.89)a -19.13)a -14.57)a -5.32)a
-8.99 -17.73 -31.42 -16.16 -10.64 -16.25 -13.19
5.65(5.12, | 9.58(5.96, | -0.15 (-0.48, -2.01 (-2.76, | 26.16 (3.33, | SRP_LLL
(-14.95, (-23.43, (-39.26, (-30.6, (-17.67, (-21.11, (-22.75,
6.18)a 13.19)a 0.18) -1.27)a 49.07)a T
-2.98)a -12.06)a -23.59)a -1.78)a -3.6)a -11.4)a -3.53)a
-0.17 -8.93 -22.64 -7.35 -7.45 .
14.46 (3.45, | 18.37 (7.98, | 8.66 (-2.35, -1.85 (-14.8, -4.38 (-18.5, | 6.79(-4.22, | 34.92(9.59, | 8.8 (-2.21, | SRP_minocy
(-12.69, (-20.95, (-35.05, (-25.51, (-19.04, )
25.44)a 28.77)a 19.65) 11.22) 9.89) 17.81) 60.33)a 19.79) cline_SPT
12.35) 3.13) -10.09)a 10.65) 4.11)
-8.68 -17.42 -31.11 -15.85 -10.33 -15.94 -12.87 0.31 -8.49
5.96 (5.49, | 9.89(6.28, | 0.16 (-0.05, -1.7 (-2.4, 26.46 (3.65, .
(-14.63, (-23.13, (-38.95, (-30.31, (-17.36, (-20.8, (-22.45, (-0.09, (-19.48, SRP_noni
6.43)a 13.5)a 0.37) -Da 49.38)a
-2.67)a -11.74)a -23.29)a -1.48)a -3.29)a -11.09)a -3.22)a 0.7)a 2.51)
-3.91 -12.65 -26.35 -11.09 -5.56 -11.18 5.06 -3.73 4.75
10.71 (4.43, | 14.64 (7.43, | 4.91 (-1.35, -8.11 (-19.5, | 3.05(-3.26, | 31.21 (7.5, SRP_ome
(-12.54, (-21.1, (-36.32, (-26.87, (-14.96, (-19.086, (-1.21, (-16.42, (-1.51,
16.99)a 21.89)a 11.17) 3.34) 9.36) 54.96)a ga3
4.76) -4.26)a -16.37)a 4.63) 3.84) -3.31)a 11.33) 8.91) 11.01)
-26.41 -11.15 -5.63 -11.23 -3.78 -0.05
10.67 (6.05, | 14.6 (10.41, | 4.87 (0.26, -3.96 -12.7 (-19.7, -8.15 3.01(-1.65, | 31.16 (7.94, | 5.02 (0.4, 4.71 (0.1,
(-34.47, (-26.32, (-14.02, (-17.37, (-14.99, (-7.8, SRP_SPT
15.32)a 18.78)a 9.5)a (-11.49,3.6) | -5.75)a (-18.46,2.2) | 7.7) 54.51)a 9.66)a 9.35)a
-18.29)a 3.94) 2.81) -5.12)a 7.46) 7.77)
18.29 -22.69 -7.45 -1.92 -7.52 -4.44 34.86 8.73 -0.09 8.42 3.66 3.71 SR
14.38 (6.93, 8.58 (1.14, -0.26 (-9.78, | -8.99 (-18.1, 6.72 (-0.76,
(11.08, (-32.75, (-23.68, (-12.17, (-16.03, (-16.31, (10.92, (1.29, (-12.76, (0.98, (-6.06, (-4.43, PA
21.8)a 16)a 9.31) 0.08) 14.17)
25.53)a -12.64)a 8.76) 8.38) 0.94) 7.42) 58.94)a 16.15)a 12.56) 15.84)a 13.32) 11.84) T

a means P<<0.05




League table for HbA1c%

MD 95%Crl

OHI

0.31 (-0.04, 0.66)

SRP

-0.52 (-1.72, 0.68)

-0.83 (-1.97, 0.31)

SRP_AMX_MTZ

0.33 (-0.03, 0.69)

0.02 (-0.05, 0.1)

0.85 (-0.29, 2)

SRP_aPDT

0.4 (0.07, 0.73)a

0.09 (-0.39, 0.58)

0.92 (-0.32, 2.17)

0.07 (-0.42, 0.56)

SRP_AZM

0.57 (0.17, 0.97)a

0.27 (0.07, 0.46)a

1.1 (-0.07, 2.26)

0.24 (0.03, 0.45)a

0.17 (-0.35, 0.69)

SRP_DL

0.65 (0.35, 0.94)a

0.34 (-0.02, 0.7)

1.17 (-0.03, 2.37)

0.32 (-0.05, 0.68)

0.25 (-0.2, 0.69)

0.07 (-0.34, 0.48)

SRP_Doxy

1.45 (0.61, 2.28)a

1.14 (0.28, 1.99)a

1.97 (0.54, 3.4)a

1.12 (0.26, 1.97)a

1.05 (0.15, 1.94)a

0.87 (0, 1.75)a

0.8 (0.02, 1.57)a

SRP_Doxy_aPDT

0.43 (0.02, 0.84)a 0.12 (-0.09, 0.34) 0.95 (-0.22, 2.12) 0.1 (-0.13, 0.33) 0.03 (-0.5, 0.56) -0.15 (-0.44, 0.15) -0.22 (-0.64, 0.2) -1.02 (-1.9, -0.14)a SRP_GSE
0.7 (-2.61, 3.98) 0.39 (-2.89, 3.65) 1.22 (-2.26, 4.68) 0.37 (-2.92, 3.63) 0.3 (-3.02, 3.6) 0.12 (-3.16, 3.4) 0.05 (-3.25, 3.33) -0.75 (-4.13, 2.63) 0.27 (-3.02, 3.54) SRP_ILIB
a means P<<0.05
League table for FBS
MD 95%Crl

OHI

0.42 (-0.77, 1.6)

SRP

-7.99 (-30.3, 14.17)

-8.39 (-30.69, 13.73)

SRP_AMX_MTZ

38.98 (15.63, 62.13)a

38.56 (15.23, 61.68)a

46.95 (14.96, 79.21)a

SRP_DL




5.02 (-0.86, 10.88)

4.6 (-1.32, 10.53)

13.04 (-9.88, 35.94)

-33.96 (-57.9, -9.94)a

SRP_Doxy

0.42 (-10.79, 11.59)

0.01 (-11.14, 11.08)

8.45 (-16.39, 33.22)

-38.52 (-64.19, -12.8)a

-4.59 (-17.21, 7.96)

SRP_GSE

8.66 (-100.24, 117.85)

8.26 (-100.73, 117.39)

16.73 (-94.85, 128.34)

-30.21 (-142.07, 81.27)a

3.73 (-105.62, 113.08)

8.26 (-101.43, 117.92)

SRP_ILIB

a means P<<0.05




