Supporting material
Appendix table. Differentially expressed genes in human PDL cells following cyclic stretch
	Name of Gene
	Description
	Relative fold
	Accession no. (GeneBank ID)

	
	
	6 h/control
	
	24 h/control
	
	

	
	
	
	p-value
	
	p-value
	

	ACTR2
	ARP2 actin-related protein 2 homolog (yeast)
	-1.16
	0.6811
	1.22
	0.7416
	NM_005722

	ACTR3
	ARP3 actin-related protein 3 homolog (yeast)
	-1.04
	0.9046
	1.27
	0.7454
	NM_005721

	ARFIP2
	ADP-ribosylation factor interacting protein 2
	-1.31
	0.3286
	1.22
	0.7079
	NM_012402

	ARHGAP6
	Rho GTPase activating protein 6
	-1.19
	0.7168
	2.31
	0.2617
	NM_001174

	ARHGDIB
	Rho GDP dissociation inhibitor (GDI) beta
	-1.08
	0.8971
	-2.00
	0.6210
	NM_001175

	ARHGEF11
	Rho guanine nucleotide exchange factor (GEF) 11
	1.43
	0.5112
	1.84
	0.1410
	NM_198236

	ARPC1B
	Actin related protein 2/3 complex, subunit 1B, 41kDa
	1.03
	0.8822
	1.72
	0.1146
	NM_005720

	ARPC2
	Actin related protein 2/3 complex, subunit 2, 34kDa
	1.08
	0.9419
	1.83
	0.3049
	NM_005731

	ARPC3
	Actin related protein 2/3 complex, subunit 3, 21kDa
	1.01
	0.9645
	1.16
	0.7676
	NM_005719

	ARPC4
	Actin related protein 2/3 complex, subunit 4, 20kDa
	1.19
	0.6931
	1.38
	0.3619
	NM_005718

	ARPC5
	Actin related protein 2/3 complex, subunit 5, 16kDa
	1.08
	0.8834
	1.90
	0.3488
	NM_005717

	AURKA
	Aurora kinase A
	1.01
	0.9730
	-3.45
	0.2025
	NM_003600

	AURKB
	Aurora kinase B
	-1.07
	0.6077
	-5.48
	0.2247
	NM_004217

	AURKC
	Aurora kinase C
	1.20
	0.0941
	-1.28
	0.6427
	NM_003160

	BAIAP2
	BAI1-associated protein 2
	2.74
	0.1299
	2.44
	0.1692
	NM_006340

	CALD1
	Caldesmon 1
	-1.42
	0.4209
	1.92
	0.4289
	NM_004342

	CALM1
	Calmodulin 1 (phosphorylase kinase, delta)
	1.07
	0.5316
	-1.13
	0.8384
	NM_006888

	CASK
	Calcium/calmodulin-dependent serine protein kinase (MAGUK family)
	-1.30
	0.2196
	1.62
	0.1555
	NM_003688

	CCNA1
	Cyclin A1
	4.38
	0.0612
	5.17
	0.1145
	NM_003914

	CCNB2
	Cyclin B2
	-1.01
	0.9831
	-4.19
	0.2756
	NM_004701

	CDC42
	Cell division cycle 42 (GTP binding protein, 25kDa)
	1.09
	0.8475
	1.18
	0.7176
	NM_001791

	CDC42BPA
	CDC42 binding protein kinase alpha (DMPK-like)
	-1.29
	0.0822
	1.65
	0.2742
	NM_003607

	CDC42EP2
	CDC42 effector protein (Rho GTPase binding) 2
	-1.92
	0.1645
	-4.42
	0.0339
	NM_006779

	CDC42EP3
	CDC42 effector protein (Rho GTPase binding) 3
	-1.69
	0.4800
	-2.55
	0.4639
	NM_006449

	CDK5
	Cyclin-dependent kinase 5
	1.04
	0.6685
	1.93
	0.0831
	NM_004935

	CDK5R1
	Cyclin-dependent kinase 5, regulatory subunit 1 (p35)
	1.94
	0.2754
	2.34
	0.3139
	NM_003885

	ARAP1
	ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 1
	1.07
	0.7153
	1.59
	0.1646
	NM_015242

	CFL1
	Cofilin 1 (non-muscle)
	-1.05
	0.9072
	-1.27
	0.6545
	NM_005507

	CIT
	Citron (rho-interacting, serine/threonine kinase 21)
	-1.01
	0.9816
	-6.07
	0.0506
	NM_007174

	CLASP1
	Cytoplasmic linker associated protein 1
	1.16
	0.4749
	1.27
	0.6251
	NM_015282

	CLASP2
	Cytoplasmic linker associated protein 2
	-2.12
	0.1178
	-1.03
	0.9378
	NM_015097

	CLIP1
	CAP-GLY domain containing linker protein 1
	-1.79
	0.2907
	-1.48
	0.6660
	NM_002956

	CLIP2
	CAP-GLY domain containing linker protein 2
	1.35
	0.6319
	2.69
	0.0540
	NM_003388

	CRK
	V-crk sarcoma virus CT10 oncogene homolog (avian)
	-1.04
	0.9451
	1.39
	0.4606
	NM_016823

	CTTN
	Cortactin
	1.07
	0.5865
	-1.16
	0.6718
	NM_005231

	CYFIP1
	Cytoplasmic FMR1 interacting protein 1
	-1.22
	0.6792
	1.04
	0.9136
	NM_014608

	CYFIP2
	Cytoplasmic FMR1 interacting protein 2
	-1.39
	0.5873
	-1.59
	0.1764
	NM_014376

	DIAPH1
	Diaphanous homolog 1 (Drosophila)
	-1.03
	0.9587
	1.23
	0.6034
	NM_005219

	DSTN
	Destrin (actin depolymerizing factor)
	-1.02
	0.9276
	1.97
	0.2307
	NM_006870

	EZR
	Ezrin
	1.44
	0.6918
	2.12
	0.4058
	NM_003379

	FNBP1L
	Formin binding protein 1-like
	-2.29
	0.0246
	1.49
	0.0926
	NM_017737

	FSCN2
	Fascin homolog 2, actin-bundling protein, retinal (Strongylocentrotus purpuratus)
	-1.18
	0.5958
	4.06
	0.1282
	NM_012418

	GSN
	Gelsolin (amyloidosis, Finnish type)
	1.20
	0.2633
	1.48*
	0.0459
	NM_000177

	IQGAP1
	IQ motif containing GTPase activating protein 1
	-1.16
	0.5726
	-1.16
	0.8054
	NM_003870

	IQGAP2
	IQ motif containing GTPase activating protein 2
	-1.76
	0.5443
	19.34
	0.0555
	NM_006633

	LIMK1
	LIM domain kinase 1
	1.44
	0.4216
	2.94
	0.1053
	NM_002314

	LIMK2
	LIM domain kinase 2
	1.29
	0.4515
	1.35
	0.5541
	NM_005569

	LLGL1
	Lethal giant larvae homolog 1 (Drosophila)
	1.15
	0.8028
	-1.42
	0.6693
	NM_004140

	MACF1
	Microtubule-actin crosslinking factor 1
	-1.66
	0.0243
	1.12
	0.7926
	NM_012090

	MAP3K11
	Mitogen-activated protein kinase kinase kinase 11
	1.21
	0.0768
	1.03
	0.9087
	NM_002419

	MAP4
	Microtubule-associated protein 4
	1.19
	0.5193
	-1.19
	0.7563
	NM_002375

	MAPK13
	Mitogen-activated protein kinase 13
	-1.06
	0.8533
	1.21
	0.5768
	NM_002754

	MAPRE1
	Microtubule-associated protein, RP/EB family, member 1
	-1.08
	0.7634
	1.07
	0.9244
	NM_012325

	MAPRE2
	Microtubule-associated protein, RP/EB family, member 2
	1.21
	0.3848
	1.03
	0.9241
	NM_014268

	MAPT
	Microtubule-associated protein tau
	1.35
	0.1534
	1.48
	0.3332
	NM_005910

	MARK2
	MAP/microtubule affinity-regulating kinase 2
	1.44
	0.1554
	1.12
	0.7444
	NM_004954

	MID1
	Midline 1 (Opitz/BBB syndrome)
	1.27
	0.4885
	1.02
	0.6348
	NM_000381

	MSN
	Moesin
	1.14
	0.4324
	1.15
	0.8527
	NM_002444

	MYLK
	Myosin light chain kinase
	1.08
	0.6719
	-1.90
	0.2021
	NM_053025

	MYLK2
	Myosin light chain kinase 2
	1.98
	0.1107
	-4.61
	0.2522
	NM_033118

	NCK1
	NCK adaptor protein 1
	-1.48
	0.2756
	1.03
	0.9469
	NM_006153

	NCK2
	NCK adaptor protein 2
	1.29
	0.5726
	1.99
	0.0313
	NM_003581

	PAK1
	P21 protein (Cdc42/Rac)-activated kinase 1
	-1.03
	0.9482
	-1.35
	0.6558
	NM_002576

	PAK4
	P21 protein (Cdc42/Rac)-activated kinase 4
	-1.00
	0.9898
	-1.24
	0.6111
	NM_005884

	PFN2
	Profilin 2
	1.15
	0.7410
	-1.17
	0.5319
	NM_002628

	PHLDB2
	Pleckstrin homology-like domain, family B, member 2
	-1.37
	0.5866
	1.33
	0.1639
	NM_145753

	PIKFYVE
	Phosphoinositide kinase, FYVE finger containing
	1.14
	0.4309
	2.43
	0.0315
	NM_015040

	PPP1R12A
	Protein phosphatase 1, regulatory (inhibitor) subunit 12A
	-1.31
	0.6835
	2.84
	0.2079
	NM_002480

	PPP1R12B
	Protein phosphatase 1, regulatory (inhibitor) subunit 12B
	1.97
	0.0450
	1.96
	0.0600
	NM_002481

	PPP3CA
	Protein phosphatase 3 (formerly 2B), catalytic subunit, alpha isoform
	-1.19
	0.7414
	1.08
	0.8370
	NM_000944

	PPP3CB
	Protein phosphatase 3 (formerly 2B), catalytic subunit, beta isoform
	-1.10
	0.5508
	1.36
	0.3754
	NM_021132

	RAC1
	Ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding protein Rac1)
	-1.23
	0.2657
	-1.85
	0.4084
	NM_006908

	RACGAP1
	Rac GTPase activating protein 1
	-1.13
	0.2306
	-3.14
	0.2401
	NM_013277

	RDX
	Radixin
	1.23
	0.2809
	1.90
	0.3200
	NM_002906

	RHOA
	Ras homolog gene family, member A
	1.04
	0.8834
	-1.02
	0.9646
	NM_001664

	ROCK1
	Rho-associated, coiled-coil containing protein kinase 1
	1.32
	0.0840
	1.93
	0.2540
	NM_005406

	SSH1
	Slingshot homolog 1 (Drosophila)
	1.06
	0.8908
	1.06
	0.8887
	NM_018984

	SSH2
	Slingshot homolog 2 (Drosophila)
	1.13
	0.3920
	-1.12
	0.2058
	NM_033389

	STMN1
	Stathmin 1
	-1.38
	0.1525
	-4.71
	0.0342
	NM_005563

	TIAM1
	T-cell lymphoma invasion and metastasis 1
	1.45
	0.1700
	1.53
	0.6514
	NM_003253

	VASP
	Vasodilator-stimulated phosphoprotein
	1.24
	0.8262
	2.55
	0.1459
	NM_003370

	WAS
	Wiskott-Aldrich syndrome (eczema-thrombocytopenia)
	1.63
	0.3264
	2.63
	0.1471
	NM_000377

	WASF1
	WAS protein family, member 1
	-1.10
	0.4897
	1.24
	0.3542
	NM_003931

	WASL
	Wiskott-Aldrich syndrome-like
	1.32
	0.5500
	2.23
	0.0247
	NM_003941

	
	
	
	
	
	
	

	Calibrator Genes
	
	
	
	
	
	

	B2M
	Beta-2-microglobulin
	1.04
	0.8124
	1.26
	0.0877
	NM_004048

	RPL13A
	Ribosomal protein L13a
	-1.04
	0.8124
	-1.26
	0.0877
	NM_012423


A grey box indicates a relative fold greater than ± 1.5 with statistical significance (p<0.05).

