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Supplementary Figure 1. Expression of HIG2, NDRG1, PAI-1 and RORA in A) SiHa cells and B) FaDuDD cells at different oxygen 
concentration at either normal pH (�) or low pH (�) measured by qPCR. Expression levels are normalised to expression of the house 
keeping gene TFRC, and presented relative to expression levels at 21% O2.

 Supplementary materials for  S ø rensen    BS,      Toustrup          K,      Horsman    MR,      Overgaard  J,   Alsner  J.    Identifying pH 
independent hypoxia induced genes in human squamous cell carcinomas in vitro.      Acta Oncologica, 2010;49:
895–905.
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