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Figure 1. Overlap of MET and TROP2 mRNA levels as measured by RNA-Seq in PD-L1-
high, —low, and —negative tumor specimens among patients with NSCLC. MET and TROP2
mRNA levels presented as log2*(expression). PD-L1 high: >50% cells expressing PD-L1;
PD-L1 low: 1-49% cells expressing PD-L1; PD-L1 negative: <1% cells expressing PD-L1.
NSCLC, non-small cell lung cancer; PD-L1, programmed-death ligand 1; RNA-Seq, RNA
sequencing; RPKM, reads per kilobase per million reads; TROP2, trophoblast cell-surface
antigen 2.
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