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1. The formula for the MSD and the 95% HD
The formula for the MSD is as follows:

 		(1)


[bookmark: OLE_LINK7][bookmark: OLE_LINK8]where  and . x and y are points belonging to different structures. d(x,y) is the distance between points x and y.
The formula for the 95% Hausdorff distance is

[bookmark: _GoBack],		(2)


where  and . Kr indicates the rth percentile distance over all the distances from points x to their closest point in y, which is 95% here.




2. Figures
[image: ]
Figure 1. Schematic diagram of the CNN architecture used, in which convolution and deconvolution are processed in three dimensions.

[image: ]
Figure 2. MSDs of the CNN-based automatic segmentation and the atlas-based automatic segmentations, with manual segmentations as the standard. The black lines are the results obtained using ABAS, the red lines are the results of the CNN, and the blue lines are the result of the CNN+. The * symbol indicates a significant difference (P<0.05, ranked Wilcoxon test).
[image: ]
Figure 3. 95% HD values for the CNN-based automatic segmentations and the atlas-based automatic segmentations, with manual segmentations as a standard. The black lines are the results obtained using ABAS, the red lines are the results of the CNN, and the blue lines are the results of the CNN+. The * symbol indicates a significant difference (P<0.05, ranked Wilcoxon test).



3. Tables

Table 1. MSDs (mm) of the CNN-based automatic segmentations and the atlas-based automatic segmentations.
	
	ABAS
	CNN
	CNN+

	Heart
	3.14±1.31
	2.92±1.51
	-

	Liver
	3.83±1.74
	3.21±0.93
	-

	Spinal cord
	3.03±1.57
	1.81±0.88
	1.25±0.23

	Oesophagus
	2.67±1.26
	2.65±1.30
	2.18±0.80

	Lungs
	1.85±0.53
	1.93±0.51
	-




Table 2. 95% HDs (mm) of the CNN-based automatic segmentations and the atlas-based automatic segmentations.
	
	ABAS
	CNN
	CNN+

	Heart
	9.53±4.99
	7.98±4.56
	-

	Liver
	11.87±5.06
	10.06±4.28
	-

	Spinal cord
	11.97±6.88
	8.74±6.60
	4.01±2.05

	Oesophagus
	9.45±4.64
	9.25±5.60
	7.83±2.85

	Lungs
	8.07±2.39
	7.96±2.57
	-
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